





























Conclusions

- It Is possible to unfold proteins through a nanopore in a

controlled manner
- It Is possible to discriminate current traces of different AA

sequences and PTM states (phosphorylation)

Advantages Drawbacks
In contrast to MS: - Needs calibration (no "fishing")
- No fragmentation - Needs High purity

- Single polypeptide chain analysis - Works only close to the c-term ye

Thank you for your attention!









